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Design primer and detection of virus strains, new and rapidly method for
identifying the tobacco virus Disease.

F.Zinati fakhrabad , S.Nasrollahnejad and M. Taghinasab
Dep. of Plant Protection Gorgan University of Agricultural Sciences and Natural Resources, Iran
Zinati_fateme@yahoo.com

Abstract :

The success of the polymerase chain reaction (PCR) is highly dependent on primer design. Commonly
used primer design programs rely upon a core set of parameters such as melting temperature, primer
length, GC content, and complementarily to optimize the PCR product. Usually primer design use for
two scope: identity CNVs and SNPs or experiment as PCR- RFLP on DNA and for do RT-PCR and
survey RNA cells. For this aim using NCBI data, the identity all PVY strains existing in world were
downloaded. Primers were designed using BioEdit software. Result of RNA extraction and subsequent
RT-PCR showed that the designed primers had desirable efficacy. We are going to design new
specific PVY primers to be able to rapidly identifying the PVY strains on tobacco.
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